Bll — Computational Biology & Omics Lab

** (Selected Publications)

Helmy M, Smith D, Selvarajoo K. Systems biology approaches integrated with artificial
intelligence for optimized metabolic engineering. Metab Eng Commun., 11: e00149 (2020).

Bui TT, Selvarajoo K. Attractor Concepts to Evaluate the Transcriptome-wide Dynamics Guiding
Anaerobic to Aerobic State Transition in Escherichia coli. Sci Rep., 10:5878 (2020).

Rheinbay E, Nielsen MM, Abascal F, Wala JA, Shapira O, Tiao G, Hornshgj H, Hess JM, Juul R,
Lin Z, Feuerbach L, Sabarinathan R, Madsen T, Kim J, Mularoni L, Shuai S, Lanzds A, Herrmann
C, Maruvka YE, Shen C, Amin SB, Bandopadhayay P, Bertl J, Boroevich KA, Busanovich J,
Carlevaro-Fita J, Chakravarty D, Chan CWY, Craft D, Dhingra P, Diamanti K, Fonseca NA,
Gonzalez-Perez A, Guo Q, Hamilton MP, Haradhvala NJ, Hong C, Isaev K, Johnson TA, Juul M,
Kahles A, Kahraman A, Kim Y, Komorowski J, Kumar K, Kumar S, Lee D, Lehmann KV, Li Y, Liu
EM, Lochovsky L, Park K, Pich O, Roberts ND, Saksena G, Schumacher SE, Sidiropoulos N,
Sieverling L, Sinnott-Armstrong N, Stewart C, Tamborero D, Tubio JMC, Umer HM, Uuskiila-
Reimand L, Wadelius C, Wadi L, Yao X, Zhang CZ, Zhang J, Haber JE, Hobolth A, Imielinski M,
Kellis M, Lawrence MS, von Mering C, Nakagawa H, Raphael BJ, Rubin MA, Sander C, Stein LD,
Stuart JM, Tsunoda T, Wheeler DA, Johnson R, Reimand J, Gerstein M, Khurana E, Campbell PJ,
Lépez-Bigas N; PCAWG Drivers and Functional Interpretation Working Group; PCAWG
Structural Variation Working Group, Weischenfeldt J, Beroukhim R, Martincorena |, Pedersen
JS, Getz G; PCAWG Consortium. Analyses of non-coding somatic drivers in 2,658 cancer whole
genomes. Nature 578.7793 (2020): 102-111.

Deveaux W, Hayashi K, Selvarajoo K. Defining Rules for Cancer Cell Proliferation in TRAIL
Stimulation. NPJ Syst Biol& Appl., 5:5 (2019).

Selvarajoo K. Complexity of Biochemical and Genetic Responses Reduced Using Simple
Theoretical Models. Methods Mol Biol., 1702:171-201 (2018).

Piras V & Selvarajoo K. The Reduction of Gene Expression Variability from Single Cells to
Populations follows Simple Statistical Laws. Genomics, 105(3):137-144 (2015).

Piras V, Tomita M, Selvarajoo K. Transcriptome-wide Variability in Single Embryonic
Development Cells. Sci. Rep., 4:7137 (2014).

Selvarajoo K, Tomita M . Physical Laws Shape Biology. Science 339:646 (2013).

Selvarajoo K. Immuno Systems Biology: A Macroscopic Approach for Immune Cell Signaling.
Springer New York, ISBN: 978-1461474593 (2013).

10.

Selvarajoo K. Discovering Differential Activation Machinery of the Toll-Like Receptor (TLR) 4
Signaling Pathways in MyD88 Knockouts. FEBS Lett., 580:1457-1464 (2006).



https://www.sciencedirect.com/science/article/pii/S2214030120300493?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S2214030120300493?via%3Dihub
https://www.nature.com/articles/s41598-020-62804-3
https://www.nature.com/articles/s41598-020-62804-3
https://www.nature.com/articles/s41586-020-1965-x
https://www.nature.com/articles/s41586-020-1965-x
https://www.nature.com/articles/s41540-019-0084-5
https://www.nature.com/articles/s41540-019-0084-5
https://link.springer.com/protocol/10.1007%2F978-1-4939-7456-6_9
https://link.springer.com/protocol/10.1007%2F978-1-4939-7456-6_9
https://www.sciencedirect.com/science/article/pii/S0888754314002808?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0888754314002808?via%3Dihub
https://www.nature.com/articles/srep07137
https://www.nature.com/articles/srep07137
https://science.sciencemag.org/content/339/6120/646.1
https://www.springer.com/gp/book/9781461474593
https://febs.onlinelibrary.wiley.com/doi/full/10.1016/j.febslet.2006.01.046
https://febs.onlinelibrary.wiley.com/doi/full/10.1016/j.febslet.2006.01.046

Bll — Computational Biology & Omics Lab Full Publication List

** (Sorted according to publication type)

Books
1. Selvarajoo K. Immuno Systems Biology: A Macroscopic Approach for Immune Cell Signaling.
Springer New York, ISBN: 978-1461474593 (2013).
2. Tomita M, Tsuchiya M, Selvarajoo K (editors) . Advances in Systems Immunology and Cancer.
Frontiers Research Topic Ebook, ISBN: 978-2-88919- 313-4 (2014).

Journals (* corresponding author)

1. Selvarajoo K*. Searching for unifying laws of general adaptation syndrome: Comment on "Dynamic
and thermodynamic models of adaptation" by Gorban et al. Phys Life Rev., ;37:97-99 (2021).

2. Helmy M, Smith D, Selvarajoo K*. Systems biology approaches integrated with artificial intelligence
for optimized metabolic engineering. Metab Eng Commun., 11: e00149 (2020).

3. Bui TT, Lee D, Selvarajoo K*. ScatlLay: utilizing transcriptome-wide noise for identifying and
visualizing differentially expressed genes. Sci Rep., 10:17483 (2020).

4, Bui TT, Selvarajoo K*. Attractor Concepts to Evaluate the Transcriptome-wide Dynamics Guiding
Anaerobic to Aerobic State Transition in Escherichia coli. Sci Rep., 10:5878 (2020).

5. Deveaux W, Selvarajoo K*. Searching for Simple Rules in Pseudomonas aeruginosa Biofilm
Formation. BMC Res Notes, 12:763 (2019).

6. Selvarajoo K*. Large-scale-free Network organisation is Likely Key for Biofilm Phase Transition.
Engineering Biology, 3:67-71 (2019).

7. Deveaux W, Hayashi K, Selvarajoo K*. Defining Rules for Cancer Cell Proliferation in TRAIL
Stimulation. NPJ Syst Biol& Appl., 5:5 (2019).

8. Zou Y, Bui TT & Selvarajoo K*. ABiotrans: A Biostatistical Tool for Transcriptomics Analysis. Front
Genet., 10:499 (2019).

9. Piras V*, Chiow A, Selvarajoo K*. Long Range Order and Short Range Disorder in Saccharomyces
cerevisiae Biofilm. Engineering Biology, 3:12-19 (2019).

10. | Selvarajoo K* . Variability that causes Collective Behaviour. Organisms, 3:15 (2019).

11. Bui TT, Giuliani A, Selvarajoo K*. Statistical Distribution as a Way for Lower Gene Expressions
Threshold Cutoff. Organisms, 2:55-58 (2018).

12. | Selvarajoo K*. Order Parameter in Bacterial Biofilm Adaptive Response. Front. Microbiol., 9:1721
(2018).

13. | Selvarajoo K*. Complexity of Biochemical and Genetic Responses Reduced Using Simple Theoretical
Models. Methods Mol Biol., 1702:171-201 (2018).

14, Selvarajoo K* . A Systems Biology Approach to Overcome TRAIL Resistance in Cancer Treatment.
Prog Biophys Mol Biol., 128:142-154 (2017).

15. | Selvarajoo K*. Can the Second Law of Thermodynamics Hold in Cell Cultures? Front. Genet., 6:262
(2015).

16. Simeoni O, Piras V, Tomita M, Selvarajoo K*. Tracking Global Gene Expression Response in T Cell
Differentiation. Gene, 569(2):259-266 (2015).

17. | PirasV, Selvarajoo K*. The Reduction of Gene Expression Variability from Single Cells to Populations
follows Simple Statistical Laws. Genomics, 105(3):137-144 (2015).

18. | Selvarajoo K*. Measuring Merit: Take the Risk. Science, 347(6218):139-40 (2015).

19. Hayashi K, Tabata S, Piras V, Tomita M & Selvarajoo K*. Systems Biology Strategy to Sensitize
TRAIL-Resistant Cancers. Front. Immunol., 5:659 (2015).



https://www.springer.com/gp/book/9781461474593
https://www.frontiersin.org/articles/10.3389/fphys.2014.00249/full
https://www.sciencedirect.com/science/article/abs/pii/S1571064521000154?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S1571064521000154?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S2214030120300493?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S2214030120300493?via%3Dihub
https://www.nature.com/articles/s41598-020-74564-1
https://www.nature.com/articles/s41598-020-74564-1
https://www.nature.com/articles/s41598-020-62804-3
https://www.nature.com/articles/s41598-020-62804-3
https://bmcresnotes.biomedcentral.com/articles/10.1186/s13104-019-4795-x
https://bmcresnotes.biomedcentral.com/articles/10.1186/s13104-019-4795-x
https://www.biorxiv.org/content/10.1101/630103v1
https://www.nature.com/articles/s41540-019-0084-5
https://www.nature.com/articles/s41540-019-0084-5
https://www.frontiersin.org/articles/10.3389/fgene.2019.00499/full#:~:text=ABioTrans%3A%20A%20Biostatistical%20Tool%20for%20Transcriptomics%20Analysis,-Yutong%20Zou1&text=Here%20we%20report%20a%20bio,Expression%20Omnibus%20or%20GEO%20database.
https://www.biorxiv.org/content/10.1101/451062v2
https://www.biorxiv.org/content/10.1101/451062v2
https://www.researchgate.net/publication/334611635_Variability_that_causes_collective_behavior
https://www.semanticscholar.org/paper/Statistical-Distribution-as-a-Way-for-Lower-Gene-Tien-Giuliani/a73419845b6371386caab940503f5ea4c3b7ec0f
https://www.semanticscholar.org/paper/Statistical-Distribution-as-a-Way-for-Lower-Gene-Tien-Giuliani/a73419845b6371386caab940503f5ea4c3b7ec0f
https://www.frontiersin.org/articles/10.3389/fmicb.2018.01721/full
https://link.springer.com/protocol/10.1007%2F978-1-4939-7456-6_9
https://link.springer.com/protocol/10.1007%2F978-1-4939-7456-6_9
https://www.sciencedirect.com/science/article/abs/pii/S0079610716300104?via%3Dihub
https://www.frontiersin.org/articles/10.3389/fgene.2015.00262/full
https://www.sciencedirect.com/science/article/abs/pii/S0378111915006460?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S0378111915006460?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0888754314002808?via%3Dihub
https://www.sciencedirect.com/science/article/pii/S0888754314002808?via%3Dihub
https://science.sciencemag.org/content/347/6218/139.3
https://www.frontiersin.org/articles/10.3389/fimmu.2014.00659/full
https://www.frontiersin.org/articles/10.3389/fimmu.2014.00659/full

20. | Selvarajoo K*. Conceptualising Cell Signaling and Transcriptome-wide Response for Targeted
Experimentations. KEIO SFC J., 15(1):76-106 (2015).

21. Piras V, Tomita M, Selvarajoo K*. Transcriptome-wide Variability in Single Embryonic Development
Cells. Sci. Rep., 4:7137 (2014).

22. | Selvarajoo K*. Parameter-less Approaches for Interpreting Dynamic Cellular Response.
J. Biol. Eng., 8:23 (2014).

23. | Selvarajoo K*. Advances in Systems Immunology and Cancer. Front. Physiol., 5:249 (2014).

24. Piras V, Selvarajoo K*. Beyond MyD88 and TRIF in Toll-like Receptor Signaling. Front. Immunol.,
5:70 (2014).

25. | Selvarajoo K*. Complex Bio-Dynamics and Networks: A Meeting Report. Adv. Sys. Biol., 3:1-2 (2014).

26. | Selvarajoo K* . Order among Organisms. International Innovation, 143:58-60 (2014).

27. | Selvarajoo K*, Tomita M. Physical Laws Shape Biology. Science 339:646 (2013).

28. Hayashi K, Piras V, Tabata S, Tomita M & Selvarajoo K*. A Systems Biology Approach to Suppress
TNF-induced Proinflammatory Gene Expressions. Cell Commun. Signal., 11:84 (2013).

29. | Selvarajoo K*. Non-Genetic Adaptive Dynamics for Cellular Robustness. Front. Genet., 4:287 (2013).

30. | Selvarajoo K*. Uncertainty and Certainty in Cellular Dynamics. Front. Genet., 4:68 (2013).

31. Selvarajoo K*. Interpreting the Dynamics and Patterns of Living Systems. Bioscience, 63:721-22
(2013).

32. Selvarajoo K*, Robert M. Open Access and Individual Merits in Scientific Publishing. Adv. Sys. Biol.,
2:4-5 (2013).

33. Piras V, Tomita M, & Selvarajoo K*. Is Central Dogma a Global Property of Cellular Information
Flow? Front. Physiol., 3:439 (2012).

34. | Selvarajoo K*. Understanding Multimodal Biological Decisions from Single Cell and Population
Dynamics. WIREs Syst. Biol. Med., 4:385-399 (2012).

35. | Selvarajoo K & Giuliani A*. Finding Self-organization from the Dynamic Gene Expressions of Innate
Immune Responses. Front. Physiol., 3:192 (2012).

36. | Selvarajoo K*. The Recognition of Chaos in Host-pathogen Response. Front. Physiol., 3:7 (2012).

37. | Selvarajoo K*. Advances in Systems Biology. Adv. Sys. Biol., 1:4 (2012).

38. Piras V, Hayashi K, Tomita M & Selvarajoo K*. Enhancing Apoptosis in TRAIL-resistant Cancer Cells
using Fundamental Response Rules. Sci. Rep., 1:144 (2011).

39. | Selvarajoo K*. Macroscopic Law of Conservation Revealed in the Population Dynamics of Toll-like
Receptor Signaling. Cell Commun. Signal., 9:9 (2011).

40. | Tsuchiya M*, Piras V, Giuliani A, Tomita M & Selvarajoo K*. Collective Dynamics of Specific Gene
Ensembles Crucial for Neutrophil Differentiation: the Existence of Genome Vehicles Revealed. PLOS
One, 5:€12116 (2010).

41. | Tsuchiya M*, Piras V, Choi S, Akira S, Tomita M, Giuliani A, Selvarajoo K*. Emergent Genome-wide
Control in Wildtype and Genetically Mutated Lipopolysaccarides-stimulated Macrophages. PLOS
One, 4:€4905 (2009).

42. | Selvarajoo K*, Tomita M, Tsuchiya M* J. Can Complex Cellular Processes be governed by Simple
Linear Rules? Bioinformatics Comp. Biol., 7:243-268 (2009).

43. | Helmy M, Gohda J, Inoue J, Tomita M, Tsuchiya M*, Selvarajoo K*. Predicting Novel Features of
Toll-Like Receptor 3 Signaling in Macrophages. PLOS One, 4:e4661 (2009).

44. | Tsuchiya M, Selvarajoo K, Piras V, Tomita M & Giuliani A*. Local and Global Responses in Complex
Gene Regulation Networks. Physica A, 388:1738-1746 (2009).

45. | Selvarajoo K*, Takada Y, Godha J, Helmy M, Akira S, Tomita M, Tsuchiya M, Inoue J & Matsuo K*.
Signaling Flux Redistribution at Toll-like Receptor Pathway Junctions. PLOS One, 3:e3430 (2008).

46. | Tsuchiya M, Wong ST, Yeo ZX, Colosimo A, Palumbo MC, Farina L, Crescenzi M, Mazzola A, Negri R,

Bianchi MM, Selvarajoo K, Tomita M & Giuliani A*. Gene Expression Waves: Cell Cycle Independent
Collective Dynamics in Cultured Cells. FEBS J., 274:2878-2886 (2007).



https://gakkai.sfc.keio.ac.jp/journal/.assets/SFCJ15-1-05.pdf
https://gakkai.sfc.keio.ac.jp/journal/.assets/SFCJ15-1-05.pdf
https://www.nature.com/articles/srep07137
https://www.nature.com/articles/srep07137
https://jbioleng.biomedcentral.com/articles/10.1186/1754-1611-8-23
https://www.frontiersin.org/articles/10.3389/fphys.2014.00249/full
https://www.frontiersin.org/articles/10.3389/fimmu.2014.00070/full
https://www.researchgate.net/publication/261878896_Complex_Bio-Dynamics_and_Networks_A_Meeting_Report
https://www.researchgate.net/publication/262919198_Order_Among_Organisms
https://science.sciencemag.org/content/339/6120/646.1
https://biosignaling.biomedcentral.com/articles/10.1186/1478-811X-11-84
https://biosignaling.biomedcentral.com/articles/10.1186/1478-811X-11-84
https://www.frontiersin.org/articles/10.3389/fgene.2013.00287/full
https://www.frontiersin.org/articles/10.3389/fgene.2013.00068/full
https://academic.oup.com/bioscience/article/63/9/721/260600
https://www.researchgate.net/profile/Kumar-Selvarajoo/publication/236120018_Open_Access_and_Individual_Merits_in_Scientific_Publishing/links/0046351628eb033b70000000/Open-Access-and-Individual-Merits-in-Scientific-Publishing.pdf
https://www.frontiersin.org/articles/10.3389/fphys.2012.00439/full
https://www.frontiersin.org/articles/10.3389/fphys.2012.00439/full
https://onlinelibrary.wiley.com/doi/abs/10.1002/wsbm.1175
https://onlinelibrary.wiley.com/doi/abs/10.1002/wsbm.1175
https://www.frontiersin.org/articles/10.3389/fphys.2012.00192/full
https://www.frontiersin.org/articles/10.3389/fphys.2012.00192/full
https://www.frontiersin.org/articles/10.3389/fphys.2012.00007/full
https://link.springer.com/book/10.1007/978-1-4419-7210-1
https://www.nature.com/articles/srep00144
https://www.nature.com/articles/srep00144
https://biosignaling.biomedcentral.com/articles/10.1186/1478-811X-9-9
https://biosignaling.biomedcentral.com/articles/10.1186/1478-811X-9-9
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0012116
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0012116
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0004905
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0004905
https://www.worldscientific.com/doi/abs/10.1142/S0219720009003947
https://www.worldscientific.com/doi/abs/10.1142/S0219720009003947
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0004661
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0004661
https://www.sciencedirect.com/science/article/abs/pii/S037843710801025X?via%3Dihub
https://www.sciencedirect.com/science/article/abs/pii/S037843710801025X?via%3Dihub
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0003430
https://febs.onlinelibrary.wiley.com/doi/full/10.1111/j.1742-4658.2007.05822.x
https://febs.onlinelibrary.wiley.com/doi/full/10.1111/j.1742-4658.2007.05822.x

47.

Yeo ZX, Wong ST, Arjunan S, Piras V, Tomita M, Selvarajoo K, Giuliani A & Tsuchiya M*. Sequential
Logic Model Deciphers Dynamic Transcriptional Control of Gene Expressions. PLOS One, 2:e776
(2007).

48.

Krishnan J, Selvarajoo K, Tsuchiya M, Lee G & Choi S*. Toll-like Receptor (TLR) Signal Transduction.
Exp Mol Med., 39:421-438 (2007).

49.

Asti KG, Bastos-Filho JB, Cini M, De Ninno A, Del Giudice E, Drago A, Elia V, Farina L, Gagliasso E,
Germano R, Giuliani A, Krishnan A, Levy Leblond JM, Licata I, Modonesi C, Rossi PA, Selvarajoo K,
Silvestrini V, Tamino G, Tomita M, Tsuchiya M, Verma C, Vitiello G, Webber CL & Zbilut JP*. Web
era Theatrum Mundi: Another Big Chill in Science? Alliage, 61: 41-46 (2007).

50.

Piras V, Selvarajoo K, Fujikawa N, Sangdun C, Tomita M, Giuliani A & Tsuchiya M*. Statistical
Analysis of Gene Expression in Innate Immune Response Indicates Dynamical Interaction between
MicroRNA and Signalling molecules. Genomics and Informatics, 5:1-6 (2007).

51.

Selvarajoo K*. Discovering Differential Activation Machinery of the Toll-Like Receptor (TLR) 4
Signaling Pathways in MyD88 Knockouts. FEBS Lett., 580:1457-1464 (2006).

Book Chapters

52.

Selvarajoo K*. Systems Biology Approaches for Understanding Biofilm Response.
In Quorum Sensing - Microbial Rules of Life, Dhiman S (editor) ACS Publications, Washington (2020).

53.

Selvarajoo K*, Piras V, Giuliani A. Hints from Information Theory for Analyzing Dynamic and High
Dimensional Biological Data. In Systems Biology Volume 9, Rajewsky N, Jurga S & Barciszewski J
(editors) Springer, New York (2018).

54.

Selvarajoo K*. Microscopic and Macroscopic Insights of Dynamic Cell Behavior. In The Future of
Scientific Practice: ‘Bio-Techno-Logos’, Bertolaso M (editor) Pickering & Chatto, London, pp.13-29
(2015).

55.

Selvarajoo K*. Decoding the Signaling Mechanism of Toll-like receptor 4 Pathways in Wildtype and
Knockouts. In E-Cell System: Basic Concepts and Applications (guest edited by Ghosh S), Arjunan S,
Dhar P & Tomita M (editors) Springer, New York, pp.157-167 (2013).

56.

Selvarajoo K*, Tsuchiya M. In a Quest to Uncover Governing Principles of Cellular Networks: a
Systems Biology Perspective. In OMICS: Biomedical Perspectives and Applications, Barh D, Blum K &
Madigan MA (editors) CRC Press, San Diego, pp.259-277 (2011).

57.

Selvarajoo K*, Arjunan S, Tomita M. In silico Models for Metabolic 'Systems' Engineering. In
Handbook for Metabolic Pathway Engineering: Tools and Applications, Smolke CD, Palsson B & Lee
SY (editors) CRC Press, San Diego, pp.17:1-23 (2009).

58.

Selvarajoo K*, Tsuchiya M*. Systematic Determination of Biological Network Topology: Non-
Integral Connectivity Method (NICM). In Introduction to System Biology, Choi S (editor) The Humana
Press Inc., New Jersey, pp.449-471 (2007).

Conference Proceedings

59. Deveaux W, Selvarajoo K*. Searching for Simple Rules in Pseudomonas aeruginosa Biofilm
Formation. Proc. of Non-linear Theory and its Application (NOLTA) (invited), KL, Malaysia (2019).

60. Piras V, Hayashi K, Tomita M, Selvarajoo K*. Investigation of Stochasticity in TRAIL Signaling Cancer
Model. Proc. IEEE/ICME Com. Med. Eng. pp.609-614, Japan (2012).

61. Hayashi K, Piras V, Tomita M, Tsuchiya, Selvarajoo K*. Emergence of Macroscopic Simplicity from

the Tumor Necrosis Factor-Alpha Signaling Dynamics. Proc. of Non-linear Theory and its Application
(NOLTA) pp.68-71, Kobe, Japan (2011).



https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0000776
https://journals.plos.org/plosone/article?id=10.1371/journal.pone.0000776
https://www.nature.com/articles/emm200747
https://genominfo.org/journal/view.php?number=368
https://genominfo.org/journal/view.php?number=368
https://genominfo.org/journal/view.php?number=368
https://febs.onlinelibrary.wiley.com/doi/full/10.1016/j.febslet.2006.01.046
https://febs.onlinelibrary.wiley.com/doi/full/10.1016/j.febslet.2006.01.046
https://pubs.acs.org/doi/pdf/10.1021/bk-2020-1374.ch002
https://link.springer.com/chapter/10.1007/978-3-319-92967-5_16
https://link.springer.com/chapter/10.1007/978-3-319-92967-5_16
https://www.taylorfrancis.com/chapters/edit/10.4324/9781315653693-10/microscopic-macroscopic-insights-dynamic-cell-behaviour-kumar-selvarajoo
https://link.springer.com/chapter/10.1007/978-1-4614-6157-9_10
https://link.springer.com/chapter/10.1007/978-1-4614-6157-9_10
https://www.researchgate.net/publication/230823755_In_a_Quest_to_Uncover_Governing_Principles_of_Cellular_Networks_A_Systems_Biology_Perspective
https://www.researchgate.net/publication/230823755_In_a_Quest_to_Uncover_Governing_Principles_of_Cellular_Networks_A_Systems_Biology_Perspective
https://www.taylorfrancis.com/chapters/mono/10.1201/9781420077667-25/silico-models-metabolic-systems-engineering-christina-smolke
https://link.springer.com/chapter/10.1007/978-1-59745-531-2_23
https://link.springer.com/chapter/10.1007/978-1-59745-531-2_23
https://bmcresnotes.biomedcentral.com/articles/10.1186/s13104-019-4795-x
https://bmcresnotes.biomedcentral.com/articles/10.1186/s13104-019-4795-x
https://ieeexplore.ieee.org/document/6275648
https://ieeexplore.ieee.org/document/6275648
https://www.nature.com/articles/npre.2011.6495.1
https://www.nature.com/articles/npre.2011.6495.1

62.

Tsuchiya M*, Piras V, Tomita M, Selvarajoo K. Collective Fluctuations are Crucial for Global

Biological Response. Proc. of Non-linear Theory and its Application (NOLTA) pp.72-75, Kobe, Japan
(2011).

63. Selvarajoo K*, Helmy M, Tomita M, Tsuchiya M. Inferring the Mechanistic Basis for the Dynamic
Response of the MyD88-dependent and —independent Pathways. Proc. of 10th International
Conference on Molecular Systems Biology, pp.110-113, Manila, Philippines (2008).

64.

Helmy M, Tomita M, Tsuchiya M, Selvarajoo K*. In silico Analysis of Toll-Like Receptor 3 pathways.

Proc. of 1st International Symposium on Computational Biology & Bioinformatics, pp 14-18,
Trivandrum, India (2008).



https://www.researchgate.net/publication/229201304_Collective_fluctuations_are_crucial_for_global_biological_response
https://www.researchgate.net/publication/229201304_Collective_fluctuations_are_crucial_for_global_biological_response
https://www.researchgate.net/publication/230823766_Inferring_the_mechanistic_basis_for_the_dynamic_response_of_the_MyD88-dependent_and_-independent_pathways
https://www.researchgate.net/publication/230823766_Inferring_the_mechanistic_basis_for_the_dynamic_response_of_the_MyD88-dependent_and_-independent_pathways
https://www.researchgate.net/publication/261879170_In_silico_analysis_of_Toll-Like_receptor_3_pathways

